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Different females show different
types/levels of maternal care

Christian Caldji et al. PNAS 1998;95:5335-5340




(r= +0.59, p<0.05)
(r= +0.72, p< 0.01)
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Licking/Grooming Arched-Back Nursing

Christian Caldji et al. PNAS 1998;95:5335-5340




Maternal Behavior

Licking/grooming (%)
Licking/grooming (%)

HC MWw HH HL LC Ww L4 LH

Group Group

HC HWw MHH ML L Ww L LH
Group

left undisturbed with their mothers, high/control (H/C) and low/control (L/C);
cross-fostered back onto their own mothers, high/w (H/w) and low/w (L/w);
cross-fostered to mothers of the same group, high-high (H-H) and low-low (L-L);
cross-fostered across groups, high-low (H-L) and low-high (L-H).




Exploration (secs)
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by handling the pups the maternal
influence could be reversed
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High reproductive
success in low densities

Continued release of
high DA, OT and AVP

High contact parenting

Strong pair-bond
High DA, OT and formation by
AVP in NAcc and offspring as adults
LS of offspring

High reproductive
success in high densities

Low contact parenting

Low DA, OT and
AVP in NAcc and
LS of offspring

Continued release of
low DA, OT and AVP

Weak pair-bond
formation by
offspring as adults

Potential pathways for intergenerational transmission of social bonds.




Paternal Behavior
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castrate

castration decreases paternal huddling
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Non-genomic transmission of paternal
behaviour between fathers and sons
in the monogamous and biparental
California mouse

Erin D. Gleason' and Catherine A. Marler'?

Adult Offspring paternal behavior

—
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mean duration PDC huddling in sons (s)

sham castrate

offspring from nests with castrated males
show less huddling when they sire pups
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From: DNA methylation dynamics: identification and functional annotation
Brief Funct Genomics. 2016;15(6):470-484.




